Supplementary Figure 1. Diagram depicting the image processing steps performed for CLSM image stacks. Time-resolved image stacks (4D data) were processed with the sequential use of 3D Gaussian filter, image binarization process and elements labeling. Elements (i.e. microbes) were further reconstructed from the image stacks. Finally, elements convex hull and volume values were determined and growth curves were plotted (i.e., volumes vs. time). 3 Supplementary Figure 2. Time-lapsed bacteria detachment map. Map indicating the time bacteria were removed from the surface after starting the flow (t > 0). Shapes in light blue represent bacteria signal at t0 (projection from the 3D image stack). 'B' in the time scale stands for background. Approximately 40% of colonizing cells detached from HAD surface.

